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Ce FUD 1, HydG AAACTTCAGCAACGCGATTAGCGATGAAATC GAGAAAATTGTGGCGATCATTCGTATCGCGGTTCCGTACACCGGTATGAT TGTGAGCACCCGTGAGAGCAAGAAAACCCGTGAACGTGTT
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Ce FUD 1, HydG CTGGAGCTGGGCATTAGCCAGATCAGCGGTGGCAGCAGCACCAGCGTGGGTGGCTACGT TGAAAGCGAGCCGGAGGAAGACAACAGCAGCCAA GAAGTTAACGACAACCGTACCCTGGATG
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Ce FUD 1, HydG IAAATCGTGAACTGGCTGCTGGAGATGAACTACATTCCGAGCTTCTGCACCGCGTGCTATCGTGAGGGTCGTACCGGCGACCG ATGAGCCTGGTTAAGAGCGGTCAGATCGCGAACTGCTG
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Ce REV 3, pDS_hde_2_R.scf xAAATCGTGAACTGGCTGCTGGAGATGAACTACAWTCCGAGCTFCTGCACCGCGTGCTATCGTGAGGGTCGTACCGGCGACCG ATGAGCCTGGTFAAGAGCGGTCAGATCGCGAACTGCTG
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Ce FUD 1, HydG AGCATCGTTAAGAAACACCTGACCGAACTGAAAGAGGGTCAACGTGACTTCCG AA
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Ce REY 3, pDS_hydG_2 R.scf AGCATCGTTAAGAAACACCTGACCGAACTGAAAGAGGGTCAACGTGACTTCCG AA



